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In recent years, high tumor heterogeneity has been confirmed in many cancer
tumors. When an anticancer agent is administered to such a cancer tumor, although the target
predominant sensitive clone decreases, the inferior resistant clone, which are suppressed by such
predominant clone, becomes dominant and begins to proliferate as drug resistant cancer. In this
study, we developed a statistical method that integrates genomic information and blood marker
information of tumor cells obtained by the next generation sequencing technology and recurrence
simulation model of tolerable cancer by data assimilation framework. This makes it possible to
predict and suggest an effective drug administration schedule for cancer tumor with intratumoral
heterogeneity.
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