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Biochemical analysis of transcription coupled nucleotide excision repair factors
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The detailed function of TC-NER-specific factors, CSA, CSB and UVSSA,
remains to be defined. In order to elucidate their function biochemically, we tried to reconstitute

in vitro TC-NER assay system using DNA templates harboring a site-directed DNA damage. In addition,
we have developed the purification method of UVSSA protein for its X-ray crystal structure analysis.
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