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Possibility of skin care material using Pxt peptides from amphibian (Xenopus
tropicalis) skin
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Twelve novel peptides (Pxt-1-12) were isolated from the skin of Xenopus
tropicalis, using topological mass spectrometry analysis. Several ion peaks corresponding to all
identified Pxt peptides, were observed with MALDI-MS analysis of X. tropicalis secretory fluids,
collected after in vivo stimulation suggesting that Pxt peptides were definitely secretory
molecules. The remarkable foaming properties of Pxt-2 and Pxt-5 were observed. We further
characterized Pxt-related peptides (Pxt-2, Pxt-5, Pxt-12, reverse Pxt-2, reverse Pxt-5, and reverse
Pxt-12). All Pxt-related peptides formed significant amphiphilic alpha-helices. Moreover, Pxt-2,
Pxt-5, and reverse Pxt-5 produced the micelle-like assemblies. Pxt-5 possessed the most potent
hemolytic activity, while reverse Pxt-5 exhibited the most remarkable cytotoxicity in HaCaT cells.
RT-PCR analysis confirmed the gene expressions of Pxt-5 in testis and Pxt-12 in muscle, in addition
to skin, while Pxt-2 was only in skin.
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