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Construction of novel screening method using enzyme reconstitution and creation
of bicyclic functional D-peptides
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In the present study, the novel detection systems (interaction-dependent
native chemical ligation and enzyme reconstitution; IDNCL-ER, and protein trans-splicing; IDNCL-PTS)
for ligand-protein interactions by reading out the enzyme activities have been constructed. In
IDNCL-PTS, beta-galactosidase was employed as a reporter enzyme. In IDNCL-ER, NanoLuc luciferase,
which is known as a smaller and brigher luciferase, was employed as a reporter protein. Using these
systems, synthetic ligands that bind to Ras, SH2, and Pinl proteins, related to the cancer, have
been screened from the synthetic positional scanning peptide libraries that contain D-amino acids.
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