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The role of the viral protein Rex in the host-pathogen interaction between
HTLV-1 and T cells.
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Human T-cell leukemia virus type-1 (HTLV-1) is responsible for development
of adult T- cell leukemia (ATL). HTLV-1 encodes a viral RNA binding protein, Rex, which regulates
the quantity and timing of viral replication through viral mRNA-specific nuclear-export and
protection by inhibition of cellular nonsense mediated mRNA decay (NMD). Here we show a possibility
that during the formation of UPF1-UPF2-UPF3B complex in the onset of NMD pathway, Rex may replace
UPF3B with UPF3A to suppress the normal NMD activity. Also we demonstrate that Rex interacts with at

least 81 human cellular proteins, which are enrolled in transcription, splicing, mRNA metabolism,
and translation. These data propose a possibility that Rex may invade into these pathways to adjust
the cellular environment beneficial for the viral replication. On the other hand, these unexpected
functions of Rex may increase the risk of dysregulation in the function and homeostasis of the host

cell.
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