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i _Autophagy is an intracellular catabolic system that facilitates the
degradation of proteins, nucleic acids and lipids. In general, autophagy is considered a

non-selective process, but defined targets degraded by selective autophagy have also been
identified. In this study, we set out to determine whether specific RNA species can also be degraded
selectively by autophagy. To this end, we first developed a means of purifying RNA that is degraded
by autophagy iIn yeast. Using this technique, we identified targets of selective autophagy and
studied the mechanism of their selective degradation. In addition, we also undertook a study of
transporters required for the efflux of autophagy-derived RNA degradation products from the vacuole.
We identified Fun26, a transporter localizing to the vacuole membrane, as such a nucleoside
transporter, and our analyses indicate several further candidate transporter proteins involved in
the recycling of RNA degradation products to the cytosol.
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