©
2015 2017

Redox regulation of proteolysis in the Enterobacteriacea cells
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Cellular proteolysis dominates function, turnover, and quality of cellular
proteins. Lon protease involves such proteolysis in bacterial cytosols and eukaryotic organella, and
carries out a series of protein degradation processes within a single molecule. In this study, I
investigated Lon protease by structural and functional analyses, including X-ray crystallography.
The results showed that function of Lon protease is re?ulated through its dynamic structural changes
in a multi-layered and stepwise manner. The results also shed light on the general mechanisms for
ggllular proteolysis, and provide opportunities to develop therapy, including that for infectious
iseases.
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