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Understanding of antigen recognition mechanism of multispecific antibodies
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In general, a monoclonal antibody (mAb% bind only one antigen (Ag). However,
we found an mAb G2 capable of specifically recognizing multiple Ags. The purpose of this study is
to understand the Ag recognition mechanism of G2. This study su?gested that the Ag-binding site of
G2 was flexible in the free form and capable of adapting to at least three different conformations
to enable interactions with three different Ags. Further development of this research may lead to
extension of the concept of Ag recognition of mAbs, understanding of molecular evolution of
proteins, and creation of novel antibody medicine that inhibits two pathways at the same time.
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