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Biological roles of protein complexes of NAC domain transcription factors
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NAC domain transcription factor is known to be involved in various

biological processes. In this study, to understand the protein complexes of NAC domain transcription
factors, we focused on VNI2, isolated as an interacting protein with a key regulator of xylem
vessel differentiation, VND7. We found that ATAF2 forms complex with VNI2, ATAF2 plays roles in
promotion of senescence, and VNI2 inhibits ATAF2 function, resulting in repressing senescence. These
findings provide an insight that NAC domain transcription factors are able to play roles in various
physiological events by forming hetero-dimer complexes with other different NAC domain
transcription factors.
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