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Development of an integrated pipeline of ortholog identification for comparative
genome analyses of vertebrates
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i o i We developed a web tool, ORTHOSCOPE, to infer gene functions. ORTHOSCOPE
identifies candidate genes sharing the same function from genome data of focal bilaterians.

By using ORTHOSCOPE, we estimated origins of two organs, those enabled the emergence of
chordates: (1) the skeletal muscle, which sustains fast movements of vertebrates, was acquired by
using skeletal actin and troponin C. (2) the notochord, which supports fish-like larvae sharing
among chordates, was acquired by using a single copy of the Brachyury gene with two expression
domains, not by multiple copies of the gene produced by gene duplication events.

Web tool
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ORTHOSCOPE: deuterostome orthogroup

Gene tree and orthogroup estimation using a species tree (< 5 min with 20-30 spp).
Instruction Support: Safari(latest), Firefox, Chrome Ver.L0

Focal group
Actinopterygii Vertebrata

Status Ready.
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