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To elucidate the mechanisms of environmental regulation of the
secondary metabolism in grape berries, first, we set up the analytical method to analyze
comprehensively the phenolics and the volatile compounds, both free and bound forms. By the method,
we could detect the significant modulation of the composition of the secondary metabolites among the

varieties as well as under different environmental conditions, such as light environment around the
bunches. Genechip analysis screened a candidate bZIP transcription factor whose gene expression
profile was coordinate to those of the phenolics and terpenoids ubder different environment and
developmental stages. The functional analysis of this bZIP transcription factor revealed the
regulation of the phenolic metabolism. For the regulation of the secondary metabolism by this
factor, co-factor was considered to be necessary.
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