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Mechanisms of spreading soilborne pathogens symbiotic to weeds
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This study was conducted to evaluate the effect of symbiotic relationship
between weeds and soilborne pathogens using <i>Rosellinia necatrix</i> as a soil inhabitant and <i>
Diaporthe sclerotioides</i> as a root inhabitant in the following experiments. (1)Weed species that
were able to be colonized non-symptomatically by these pathogens were determined using species
specific PCR. (2) Using realtime PCR assays, fungal quantities were assessed during the symbiotic
and pathogenic phases to weed roots and their host crop roots, respectively. (3) The effect of
symbiotic relationship between weed roots and these pathogens on their infections was evaluated by
co-planting weeds and their host crops in the infested soils.
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