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Characterization of a dual R protein RPS4/RRS1 complex that confers resistance
to multiple pathogens

Narusaka, Yoshihiro
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Plant disease resistance, known as gene-for-gene relationship, requires a
resistance (R) gene in the host plant and a cognate avirulence (Avr) gene in the insect, pest, or
pathogen. The R-gene product detects the corresponding Avr gene product and initiates signal
transduction to confer resistance.

A pair of Arabidopsis thaliana resistance proteins, RPS4 and RRS1, recognizes the cognate Avr
effector from the bacterial pathogens Pseudomonas syringae pv. tomato expressing avrRps4
(Pst-avrRps4), Ralstonia solanacearum, and the fungal pathogen Colletotrichum higginsianum and leads

to defense signaling activation against the pathogens. We Investigated whether RPS4 is physically
associated with RRS1, and how Avr effectors function with RPS4/RRS1.

In conclusion, our data indicated that RPS4/RRS1 is required for active defence responses, and
Eggﬁ structural domains that constitute these R proteins contribute to the interaction of RPS4 with
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