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Sigma_factor is a component of RNA Bolymerase (RNAP), which is a central
machinery for gene transcription. In bacillus subtilis we observed that transcription of one of the
extracellular function sigma factor gene, sigX, is several-fold induced by glucose. We took the
hypothesis that acetylation of lysine residues in RNAP may lead to change the affinity of RNAP to
SigX. However, this was not verified. Instead, the experiments to search all genes required for
glucose induction of sigX revealed the cshA gene and its acetylation is important for this

phenomenon.CshA is known to be associated with RNAP, and thus, acetylation of CshA would change
affinity of RNAP to SigX.
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