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Mechanism of link between energy homeostasis and onset of differentiation in
Streptomyces
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Antibiotic production and morphological differentiation in Streptomyces is
stimulated by a high concentration of copper ion. Here, we revealed that the stimulation is based on
the energy homeostatic mechanisms including the following systems: (1) negative regulation of ATP
synthase operon by a transcriptional regulator Rex, and (2) positive regulation of succinate

dehydro?enase operon by a specific LysR-type transcriptional regulator. Thus controlled
intracellular energetic state may serve as a signal for the onset of development.
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