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Development of a method to estimate the level of population differentiation of
fishes from life history characteristics
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The information on intraspecific population structure is essential for
the stock management of fishery species. However, a thorough assessment of population structure for
all species is almost impossible, because there are too many target fishes. In this study, we
examined whether it is possible to estimate the level of population differentiation using some
ecological traits. As a result, it was suggested that life history characteristics related to the
level of dependence to inner bay, especially the depth of adult habitat and openness of spawning
ground, affects the level of population differentiation.
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