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Comprehensive detection methods for mosquito-borne viruses
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In order to identify arboviruses in mosquitoes, we have established the
one-step RT-PCR methods to detect broad arboviruses by using degenerated primers against
flaviviruses, alphaviruses, phleboviruses respectively. Using these comprehensive methods, we have
identified many mosquito-borne viruses including previously unidentified viruses and West Nile virus

from Ffield-collected mosquitoes in Zambia. These methods were applied to the detection of
arboviruses in samples from febrile human cases in Zambia.

Our results using established methods provide the first evidence of the circulation of West Nile
virus in Zambia and suggest there should be an increased awareness of possible associated human and
animal diseases in that country.
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A novel alphavirus,

Mwinilunga alphavirus (MWAV)
is closely related to Eilat virus,
e e mosquito-specific alphavirus.
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