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Basic research of new molecular target genes in canine mast cell tumor
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Mast cell tumor (MCT) is most common skin malignant tumor in dogs. We
encountered the dogs to be suspected as a familial MCT (F group), and assumed 13 candidate genes
that might be related to MCT onset, according to our DNA microarray analysis and previous report. As

we examined a quantification of mRNA in MCT tumors for these 13 genes, we found 4 genes, PRKCE,
PPP2R1A, CD3E, C6, had a significantly different mRNA level in F group compared to other MCTs. We
focused PRKCE and C6, however these cDNA sequencing revealed no significant mutations among these
genes. Therefore, these different mRNA levels might be affected by surrounding conditions in MCT. In
this study, there were new 4 candidate genes suspected to association with familial MCT onset.
Further analysis is required for the clarification of the mechanism.
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