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Roles of fast-type skeletal muscle-specific microRNA
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We clarified relationship between miR-196a and myosin heavy chain (MyHC)
isoform expression in bovine masseter (MS), diaphragm (DP), semispinalis (SP), semitendinosus (ST),
and longissimus dorci (LD) muscles, to investigate roles of miR-196a in bovine muscle type
specification. The quantitative RT-PCR results showed that miR-196a is exclusively expressed in
MyHC-2x isoform-abundant ST and LD muscles compared to the others (P < 0.001). The expression of
miR-196a was correlated with those of MyHC-2x isoform (r = 0.738) and MyHC-slow (r = -0.764). These
results revealed that miR-196a expression is highly associated with muscle type that is determined
by MyHC isoform expression in bovine skeletal muscles.
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