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Wnt si?naling pathway plays important roles in disease and embryonic
development. Stability of cytoplasmic beta-catenin is a key feature of Wnt signaling pathway.

In this study, I first identified WDR26 as an Axin-binding protein by MS analysis. Then | analyzed
the function of WDR26 in the degradation of beta-catenin of Wnt signaling pathway.

As results, | found that WDR 26 promoted beta-catenin ubiquitination through binding with Axin,
other GID-related genes also ubiquitinated and reduced beta-catenin protein, novel lysine residues
of were ubiquitinated during degradation of beta-catenin.
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