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The role of PRDM14 in human ES/iPS cells for pluripotency maintenance
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By utilizing human iPS cells, we have identified that PRDM14 gene function

is necessary for the maintenance of pluripotency in human. In mice, PRDM14 is known to function and
required for the differentiation of pluripotent cells towards ?erm cell lineage. Therefore, we
I specification. and identified that

next studied the molecular mechanisms involved in human germ ce
PRDM14 is not the regulator of germ cell specification, but SOX17 and other factors that are
distinctive from those in mice were necessary. We have first elucidated the human specific
mechanisms of germ cell specification using human iPS cells and believe that this finding forms the
basis of the research of human germ cell development and developmental abnormality.
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