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Search for new potential drug targets for Hepatitis B virus genome replication
based on chemical biology
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There is a need for novel drug targets for treatment of chronic Hepatitis B
virus (HBV) infection to expand our therapeutic repertoire. In this study, we screened in-house
compound library and microbial fermentation broths using adenovirus-mediated efficient virus genome
replication system, and performed mode-of-action studies using hit compounds for identification of
new_EQtential drug targets. In the course of our screening program, we identified three selective
inhibitors, and found that the compound among them has a potential activity to exert host anti-HBV
responses in addition to direct antiviral activity.
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