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Epigenetic regulation of the memory T cell response

ONODERA, Atsushi

3,700,000

epigenetic
RNA

Formation of immunological memory after infection or vaccination is a
phenomenon known for over 200 years; however, the detailed molecular mechanisms still remain
unknown. We have focused on memory helper T cells that play a central role in the immunological
memory and built a responsome database integrating all omics datasets we obtained with the memory T
cells. Detailed analysis also revealed that epigenetic and posttranscriptional regulation of memory
T cells are important for their rapid response to the cognate antigens. The epigenetic mechanism
involves spatial interplay between Polycomb and Trithorax group proteins whereas the
posttranscriptional mechanism involves a specific RNA binding protein. In the future, I would like
to apply knowledge acquired through these studies to development of a new vaccination system or
novel methods of prevention and treatment of allergic diseases.
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