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Infection control index for preventing Bacillus cereus nosocomial outbreak
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Bacillus cereus is ubiquitous in environment, but several nosocomial
outbreaks of B. cereus blood stream infections including fatal cases were reported in Japan.
Analysis of JANIS data showed diverse isolation rate of Bacillus spp. among hospitals in Japan.
Isolation rate of B. cereus had clear seasonality which peaks in summer time but not in other
Bacillus spp. Increase of isolation rate of total Bacillus spp. may reflect contamination of
hospital environment by B. cereus. This was supported by species identification of all Bacillus spp.

isolates from clinical samples of three hospitals. Molecular analysis of B. cereus isolates from
nosocomial outbreaks revealed that unique sequence type (ST) 1420 was dominant. The ST1420 belonged
to the Cereus 111 lineage which is close to the Anthracis lineages. Species identification and
molecular analysis of Bacillus spp. in case of summer increase may useful for risk assessment to
prevent future nosocomial B. cereus infection.
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