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Impaired tissue contraction in would healing promotes development of Barrett®s
esophgaus

Kiyotaka, Asanuma
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Barrett®s Esophagus (BE) develops in the process that esophageal epithelium
damaged by acid reflux heals. We have reported that development of BE is promoted by high levels of
nitric oxide (NO) which arise in esophageal lumen by chemical reaction between acidified gastric
juice and salivary nitrite. In the current study using immortalized human esophageal fibroblasts, we

revealed that NO reduced tissue contraction ability in wound healing. Moreover, NO inhibited
differentiation of myofibroblasts by decreasing expression in a-SMA in the cells. These findings
suggest that impaired epithelial wound healing in esophagus could contribute to the development of
BE, which is primary risk factor of esophageal adenocarcinoma.
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Representative profile of cell contraction assay in BEF-hT cells
AB: acidified bile, NO: nitric oxide
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Quantitative analysis of cell contraction assay
*p < 0.05, student t-test n=3
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Representative profile of western blotting for GTP-RhoA expression AB AB+NO

using immunoprecipitation in BEF-hT cells
mRNA expression levels of «-SMA in BEF-hT cells after 6-
day treatment, *p < 0.05, student t-test, N=3
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Representative profile of western blotting analysis in BEF-hT cells after 6- (5)
hour or 6-day treatment
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Figure 6
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red: a-SMA, green: vimentin, blue: DAPI
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