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The analysis of exosomal microRNA in gastric juice as early diagnostic marker
for gastric cancer
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o _ We established the method for exosome-derived microRNA (miRNA) in gastric
jJuice. Our retrospective cohort study revealed that successful H. pylori eradication may reduce the

cancer.

development of metachronous gastric cancer after endoscopic mucosal dissection of early gastric

We examined the expression pattern of miRNA (miR-619-5p, miR-4481, miR-4294, miR-3918,

miR-3654, miR-1273, miR-933, miR-708, miR-658, miR-372, miR-345, miR-203, miR-196a, miR-21a,

miR-146b) in gastric cancer cell lines (AGS, MKN45, NUGC3, MKN7). In the research of adenocarcinoma
in esophagogastric junction using experimental animal model, we determined the expression pattern of
miRNA (upregulation of expression of miR-29a-3b in blood and miR-223-3p in esophageal tissue) in

rats with experimental reflux esophagitis.
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