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Biomarker analysis with next generation sequencer in pulmonary sarcomatoid
carcinomas
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Efficacy of chemotherapy or presence of targetable genomic alterations has
remained unclear in pulmonary sarcomatoid carcinomas. Development of therapeutic strategies for this
entitﬁ is an important issue.
Biomarker analysis is being conducted with next generation sequencer in parallel with our
prospective phase 2 study which prospectively examines the efficacy of chemotherapy in pulmonary
sarcomatoid carcinomas.
So far 15 patients have been enrolled onto this study (target patient number; 30), and we are
conducting the biomarker analysis employing the tissue materials from the enrolled patients.
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<Receptors> EGFR, PDGFRa , PDGFR(B , c-kit,
HER2, c-Met, VEGFR2, VEGF, FGFR, bFGF
<Signaling molecules> Crkll, CrkL,
DOCK180, COX-2, E-cadherin, (3 -catenin,
p-mTOR, p53

<Immune checkpoint regulator> PD-L1
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