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Individualized therapy for primary lung cancer: BIM polymorphism as a
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Expression of BIM protein in primary lung tumors in EGFR-mutated lung

adenocarcinoma did not correlate with presence of BIM polymorphism, which was noted in about half of
patients. In all ﬁatients with BIM polymorphism, BIMy was expressed in the tumor area or non-tumor
area. Moreover, the frequency was significantly higher, and the relative quantification value was
nonsignificantly higher, than in patients without BIM polymorphism. Progression-free survival for
gefitinib was significantly shorter in patients with positive BIMy expression, which suggests that
BIMy expression is associated with poor prognosis in patients with EGFR-mutated lung adenocarcinoma

receiving gefitinib. In addition, BIM expression in the tumor area significantly positively
correlated with PD-L1 expression.
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