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Monitoring of Emerging Resistance of Lung Cancer using Liquid Biopsy
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Pre and Post surgical Lung adenocarcinoma samples were analyzed by ddPCR. 5
cases of EGFR or KRAS were analyzed. Because of the low amount of circulating tumor DNA, some of
the samples were not detected any mutation.
We had collected 103 samples from 74 patients. T790M and C797S mutations were successfully analyzed.
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Fig. 1 A protocol to detect recurrent ALK mutations
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Quantification ddPCR Assay
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