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Genome methylation approach to search mechanisms of malignancy and new
therapeutic targets in multiple myeloma
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DNA methylations and histone modifications are deeply involved in
oncogenesis and inhibitors which target epigenetic modifications are used for cancer therapies. In
this study, we aimed to clarify the histone methylation inhibitors which suppressed the survival of
multiple myeloma (MM). As a result, we found that DOTLL inhibitors strongly repressed the
proliferation of MM. Our results suggest DOT1L could be a therapeutic target in MM.
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DNA methylations and histone modifications are deeply involved in oncogenesis and
inhibitors which target epigenetic modifications are used for cancer therapies. In
this study, we aimed to clarify the histone methylation inhibitors which suppressed
the survival of multiple myeloma (MM). As a result, we found that DOTIL inhibitors
strongly repressed the proliferation of MM. Our results suggest DOTIL could be a
therapeutic target in MM.
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