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Longitudinal analyses of genetic alterations in malignant lymphoma using
cell-free DNA: detection of refractory disease related abnormalities and

application possibility in clinical trials.

Tomita, Akihiro
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Accumulation of genetic mutations is critical for lymphomatogenesis, disease
progression and sensitivity to targeting therapeutics in malignant lymphoma (ML). In this analysis,
?gripheral blood cell-free DNA (cfDNA) was longitudinally analyzed to reveal correlation with

clinical features and to detect tumor specific genetic alterations. Especially in intravascular
large B-cell lymphoma, those tumor cells are hardly obtained from biopsy sample, cfDNA was an
alternative tumor DNA source to detect specific genetic alterations in comprehensive genetic
analyses. Genetic analyses using cfDNA may become an alternative powerful strategy to detect tumor
specific genetic abnormalities not only for diagnosis but also longitudinal analyses to predict
sensitivity to molecular targeting drugs, even in patients whose tumor cells cannot be obtained

easily during their clinical courses.
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