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Genome editing in human hematopoietic cells for the understanding of
leukemogenesis
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To elucidate the pathogenesis of hematopoietic tumors caused by gene
mutations or deletions, we applied genome editing for leukemia cell lines and cord blood-derived
CD34 positive hematopoietic progenitor cells. In this study, we targeted the DDX41, where germ line
as well as somatic mutations are observed at a certain rate, for gene editing. We previously
revealed that DDX41 protein plays a role in the processing of pre-ribosomal RNA, however, its
physiological function and the role of its mutant for leukemogenesis has not been elucidated so far.
We found that a leukemia cell line that does not express DDX41, established using CRISPR/CAS9
system, showed growth inhibition as compared with control cells. We assume this was caused by the
inhibition of ribosome biogenesis, and further studies using these cells are underway.
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