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Runt-related transcription factor 1, RUNX1, is a frequent target of
leukemia-related gene aberrations. Although a number of the transcriptional target genes have been
so far identified, many should still remain to be elucidated. In this project, we identified that
tumor-necrosis factor-related apoptosis-inducing ligand (TRAIL) is the novel transcriptional target
of RUNX1. TRAIL is a secreted cytokine or a membrane-binding molecule that functions in anti-tumor
effects. We found that RUNX1 up-regulated TRAIL promoter activity, detected by the luciferase
reporter assay. In this promoter region, some possible RUNX1-binding consensus sequences were found,

however, a site-directed mutagenesis revealed that none of them appeared to be responsible for the
activation of TRAIL transcription by RUNX1. Further analyses revealed that the proximal region was
responsible for this RUNX1 transcription activity, suggesting that RUNX1 regulates TRAIL
transcription by a novel molecular mechanism.
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