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Analysis of the Intestinal Microbiota in Liver Transplantation.
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Three hundred twenty fecal sBecimens from liver transplant recipients were
analyzed. Dynamic changes were observed in the microbial composition of LT recipients during the
perioperative period. Over the course of LT, the mean diversity index decreased durin? the first 3
weeks after LT and gradually increased during our observation period. At the family level,
Bacteroides, Enterobacteriaceae, Streptococcaceae, and Bifidobacteriaceae were increased whereas
Enterococcaceae, Lactobacillaceae, Clostridiaceae, Ruminococcaceae, and Peptostreptococcaceae were
decreased in ACR patients.

The microbiota of LT patients was associated with the severity of liver diseases and the presence of
ACR and BSI. These results lay the groundwork for more comprehensive investigations of microbiota
characteristics to identify diagnostic markers for transplant health and to guide intervention
strategies to improve transplant outcomes
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Total N=38
Age, years, Mean =+
+
SEM 50.36 %= 2.35
Male gender, (%) 24 (63.2)
MELD score, Mean
+ SEM 16.53 # 1.08
Child-Pugh score,
Mean = SEM 10.29 # 0.38
Underlying disease
(%)
_Hepgtltls B or C 14 (36.8)
virus infection
Pos’F—Kasal biliary 6 (15.8)
atresia
Alcoholic cirrhosis 6 (15.8)
!Drlma_ry biliary 4 (10.5)
cirrhosis
Nonalcoholic
steatohepatitis 4 (10.5)
Other 4
Graft-Recipient
+
Weight Ratio 0.94 %022

Cold ischemia time,
minutes Mean =+ 118.03 + 10.86
SEM

Warm ischemia time,
minutes Mean =+ 44.89 #+ 2.43
SEM




Blood loss, ml, Mean 7561.55 &+
=+ SEM 903.65

Acute cellular
rejection, (%)

Days of
hospitalisation for

LT, days, Mean i79.32 =+ 7.80
SEM

18 (47.4)

The phylotypes of the liver transplant
recipients are shown. The phylotypes
with median relative abundances greater
than 0.1% of the total abundance in the
patients are included. The boxes
represent the interquartile range (IQR)
from the first and third quartiles, and the
inside line represents the median. The
whiskers indicate the lowest and highest
values within 1.5 IQR of the first and
third quartiles. The circles represent
outliers beyond the whiskers.
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The microbial diversity, as quantified by
the Shannon diversity index (SDI), was
calculated for each fecal specimen from
each patient and plotted as a function of
day of transplant (circles). A diversity
trend (solid black line) was constructed
using Locally Weighted Scatterplot
Smoother analysis.

2

T
60

T
40

Days After Liver Transplantation

T
-20

5.00
00
00

2.00-

1.00-{
0.00-

X8pu| AISIeAI] UOUUBYS



We compared the Shannon diversity
index (SDI) of fecal samples obtained
from patients during an episode of acute
cellular rejection (ACR) to time-matched
samples obtained from patients who did
not suffer ACR. The boxes represent the
interquartile ranges (IQR) from the first
and third quartiles, and the inside line
represents the median. A p-value <0.05
was considered to indicate a significant
difference between patients with and
without ACR. 3
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