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identification for leukemic stem cells using microRNA sensor vector for
developing new therapy
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Recently microRNAs are investigated as a therapeutic marker or a target for
hematologic malignancies. Based on the results of miR analysis of primary pediatric acute
lymphoblastic leukemia (ALL), we picked up several target miRs including miR-146a and investigated
its activities in various ALL cell lines using a miR sensing vector and a miR knock down vector.
Mir-146a is generally upregulated and differentially expressed in most cell lines. Knocking down of
this miR resulted in 30-50% reduction of colony formation. Underlying molecular mechanism i1s under
investigation by RNA-seq.
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