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We have studied the maternal and fetal epigenetic changes during pregnancy
using peripheral blood samples, and their association with the maternal environmental factors.
Maternal epigenetic changes in lipid metabolism genes (CPT1A and SREBF1) during mid-gestation was
similar to those reported in obese women. On the other hand, dynamic changes in methylation levels
during pregnancy was affected by not only these metabolic changes but also differences in peripheral

leukocyte population. Methylation in attention deficit hyperactivity disorder (ADHD) associated
gene (SKI) in cord blood was correlated with protein/energy ratio of the dietary intake in early
pregnancy. This finding might be useful for the prevention of ADHD. Finally, circulating exosomal
micro RNA level was associated with fetal/placental weight ratio, which indicated that micro RNA
might be a biomarker of feto-placental function and fetal growth.
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