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We have investigated candidate genes which are associated with increased
risk of adult diseases by analyzing developing tissues from the C57BL/6J mouse model of
developmental origins of health and disease (DOHaD). We focused on experimental evidence that the
effect of undernutrition on adult offspring i1s opposite between the fetal and neonatal periods. We
selected 21 candidate genes which were expressed opposite between prenatal and neonatal
undernutrition. After 7-days neonatal 50% food restriction in dam, offspring kept until 11-weeks of
age. At 11-weeks of age, LPS (TLR4 inducer) was administered to offspring and expression of 21
candidate genes were examined. One of 21 genes such as OATP family transporter (Slco2bl) were
affected, and development of spleen and thymus altered after neonatal undernutrition. Adult LPS
treatment changed 4 genes such as Lrtml, Mrap, 1llb, and Slco2bl between neonatal FR offspring and
control offspring. These four genes may be candidate genes for DOHaD.
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Ccl7 0.5 22 ref|[Mus musculus chemokine (C-C motif) ligand 7 (Ccl7), mRNA [NM 013654]
Cd274 0.5 21 ref|[Mus musculus CD274 antigen (Cd274), mRNA [NM_021893]
Cxcl10 04 2.9 ref|[Mus musculus chemokine (C-X-C motif) ligand 10 (Cxcl10), mRNA [NM 021274]
Cyp2b10 4.6 0.6 ref|Mus musculus cytochrome P450, family 2, subfamily b, polypeptide 10 (Cyp2b10), transcript variant 2, mMRNA [NM_009999]
Ghp3 04 2.6 ref|[Mus musculus guanylate binding protein 3 (Gbp3), mRNA [NM_018734]
Gzmb 0.5 18 ref|Mus musculus granzyme B (Gzmb), mRNA [NM_013542]
Ifi47 04 2.7 ref|[Mus musculus interferon gamma inducible protein 47 (1fi47), mMRNA [NM_008330]
Igtp 04 33 ref|Mus musculus interferon gamma induced GTPase (Igtp), MRNA [NM_018738]
111b 0.3 18 ref|[Mus musculus interleukin 1 beta (111b), mMRNA [NM_008361]
Irgm2 04 2.1 ref|Mus musculus immunity-related GTPase family M member 2 (Irgm2), mRNA [NM_019440]
Lrtml 32 0.5 ref|[Mus musculus leucine-rich repeats and transmembrane domains 1 (Lrtm1), mMRNA [NM_ 176920
Mpa2l 0.3 24 ref|[Mus musculus macrophage activation 2 like (Mpa2l), mMRNA [NM_194336]
Mrap 1.8 0.6 ref|[Mus musculus melanocortin 2 receptor accessory protein (Mrap), mMRNA [NM_029844]
Samhdl 0.4 17 ref|[Mus musculus SAM domain and HD domain, 1 (Samhdl), transcript variant 1, mRNA [NM_018851]
Sds 22 0.5 ref|[Mus musculus serine dehydratase (Sds), mMRNA [NM_145565]
Slc36a2 0.5 19 ref|[Mus musculus solute carrier family 36 (proton/amino acid symporter), member 2 (Slc36a2), mMRNA [NM_153170]
Slco2bl 24 0.4 ref|[Mus musculus solute carrier organic anion transporter family, member 2bl (Slco2b1), mRNA [NM_175316]
Statl 0.3 2.6 ref|[Mus musculus signal transducer and activator of transcription 1 (Stat1), mRNA [NM_009283]
Xafl 0.5 15 ref|[Mus musculus XIAP associated factor 1 (Xaf1), mRNA [NM_001037713]
Xcll 0.3 17 ref|[Mus musculus chemokine (C motif) ligand 1 (Xcl1), mMRNA [NM_008510]
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