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Hereditary breast cancer caused by the BRCAl mutation 5382insC is due to a
one base pair insertion in exon 20 and results in a frame shift. In order to correct this, we tried
various ways to skip exon 20, eventually which corrects the frameshift.We tried small splice
modifying compounds,antisense RNA, modified Ul snRNA, and modified U7 snRMA, but all ended up in a
failure. However, when we evaluated BRCA1 protein (C term Ab)by Western blot, we found TG0O03
increased the corrected in-frame BRCALl protein accompanying decreased cell viability of HCC1937
cells which harbor the BRCA1 5382insC mutation endogenously.Exon skipping may have been induced in
other exons besides exon 20 by TG0O03, which we are still persuing.
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