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analysis of mechanism of cancer induced by metabolic syndrome based on oxidative
stress

Maruyama, Tatsuya

3,300,000
Kawasaki Wellbeing Cohort 264 SNP
(CKD) e-GFR QTL CA10(carbonic
anhydrase 10) rs117326847 CKD

QoL

This project aims to verify a hypothesis that there are common etiology of
chronic inflammation between cancer and metabolic syndrome.
We analyzed comprehensive SNP of 264 cases.As a representative of metabolic syndrome,Chronic kidney
disease(CKD)was used. CKD,which is surrogated by e-GFR, has relation with rs11732684 in the intron
10 of CAlO(carbonic anlydrase 10) by QTL analysis.We also examined relations of genetic background
between CKD and malignancy.
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Well
being Cohort
Kawasaki Well Being 264 Illumina Infinium Asian Screening Array
SNP BMI TCHO TG HDL LDL BS HBAlc NGSP TP
ALB BUN CRTNN UA NAB KB CaB PB TBIL DBIL AST ALT ALP GTP
CHE LDH CRP Insulin WBC RBC Hb Ht MCV MCH MCHC PIt Neutrophils Eosinophils
Basophils Monocytes Lymphocytes CystatinC eGFR QTL
CKD( ) eGFR QTL
CA10 (Carbonic Anhydrase 10) SNV 1
17 rs117326847 1.501e-06  1.557e-06 0.8178 0.8178 0.5586 0.5586 0.6252 1
17 17:49659374 2.295e-06 2.378e-06 1 1 0.7136  0.7136 0.6252 1
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