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Comprehensive analyses_of DNA methylation for the development of pouchitis after
surgery in patients with ulcerative colitis

Kawamura, Mikio
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Comprehensive microRNA and mRNA expression patterns related to pouchitis
were analyzed using ileal mucosa at the time of colectomy. Interferon gamma and FK506 binding
protein mRNA levels in ileal mucosa could be predictive for the onset of pouchitis after surgery.
Using epigenomic analysis, we found specific micro RNAs to be methylated in rectal mucosal samples

from patients with ulcerative colitis associated cancer, and could be used to identify patients with
ulcerative colitis at high risk for developing neoplasia.
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ImiRNA MIMAID I T;m(+/l<_:_g§R_a)‘mD-value

frsa-miR-1343-3p MIMAT0019776 78.92753 93.10014 1.179565 0.238255 0.001152|
hsa-miR-4724-5p MIMATO019841 6.44964 8939523 138605 0470979 0.003173
hsa-miR-6795-5p MIMAT0027490 4835007 61.77594 1277657  0.3535 0003614
hsa-miR-3677-5p  MIMAT0019221 6.77096 1113100 1643945 0.717162 0.003875|
jhsa-miR-3121-3p MIMATO0014983 9.319121 13.01066 1.396126 0.481429 0.004091
fhsa-miR-8075 MIMAT0031002 7.12761 15.08472 2.116379 1.081598 0.004377|
hsa-miR-8052  MIMAT0030979 5194166 6432987 1.238502 0.308597 0.00503]
hsa-miR-139-3p  MIMATO004552 261248 3576068 1.36884 0.452954 0.00569
hsa-miR-4713-5p MIMATO0019820 2326992 26.83487  1.1532 0.205643 0007861
hsa-miR-127-5p  MIMAT0004604 5013346 7.400315 1.476123 0561813 0.007915
jhsa-miR-6812-3p MIMAT0027525 13.43221 18.23152 1.357298 0.440737 0.008084|
frsa-miR-4685-5p MIMAT0019771 53.26236 64.42307 1.209542 0.274461 0.008297|
hsa-miR-6856-3p MIMAT0027613 4120717 1164568 2.826129 1.498827 0.008382
hsa-miR-3616-3p MIMATO017996  47.06794 59.25701 1258968 0.332241 0009179
hsa-miR-3130-3p MIMATO014994 6248254 11.51325 1842635 0.88177 0.009188]
fhsa-miR-6743-3p MIMAT0027388 35.52591 4535984 1.27681 0.352544 0.010378|

frsa-miR-766-5p  MIMAT0022714 8.321034 16.17804 1944235 0.959202 0.012674|
jhsa-miR-4465 MIMATO0018992 31.03725 39.83844 1.283569 0.360161 0.01315|
jhsa-miR-6865-3p MIMAT0027631 2091777 26.0997 1.247729 0.319304 0.014182|
jhsa-miR-4691-5p MIMATO0019781 17.98288 23.40731 1.301644 0.380335 0.015706|
jhsa-miR-1250-5p  MIMAT0005902 9.213221 15.17633 1.647234 0.720046 0.016679|
fhrsa-miR-6739-5p MIMAT0027379 8635131 11.51442 1333439 0.415152 0.017643|

miRNA
RNA miRNeasy RNA extraction
kit(Qiagen) Tagmann primer
miRNA RT kit (Invitrogen)
gPCR
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