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Integrated analysis on the metastasis of colorectal cancer using next generation
sequence
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High-throughput biological technologies have been producing a vast amount of

multi-omics data regarding cancer genomics. We performed integrated analysis using gene expression
and DNA methylation profiles of 116 colorectal cancer samples. First, based on gene expression
values, colorectal cancer samples were divided into three clusters (Cluster-1, -2, and -3). The
5-year overall survival rates were 74.8%, 29.2%, and 29.4% in Cluster-1, -2, and -3, respectively.
Second, each cluster was divided into two subgroups based on methylation status, and the 5-year
overall survival rate of Cluster-1H (36.8%) was significantly shorter than that of Cluster-1L (96.1
%). Third, network-based analysis using expression and methylation profiles demonstrated that the
PTX3 gene was highly methylated in Cluster-1H. These combined data indicate that integrated analysis

can 1dentify disease characteristics that would be missed using single comprehensive analysis.
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