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Comprehensive epigenome-transcriptome analysis of hepatocellular carcinoma after
eradication of hepatitis C
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We aimed to identify epigenomic alteration for carcinogenesis and recurrence
of hepatocellular carcinoma (HCC). We employed microarray-based profiling of micro RNA (miR)
expression from exosome in plasma of HCC patients. We found miRs which were associated with HCC
recurrence. Decreased expression of miR-718 was associated with proliferation and recurrence of HCC
by targeting HOXB8. Then, miR expression analysis of bone marrow cells in HCC patients was employed.
We identified altered miR expression in macrophage and lymphocyte fractions involved in recurrence.
The comprehensive methylation analysis of whole genome was done in HCC patients with or without
hepatitis C. The analysis revealed that differentially methylated regions of noncancerous liver
tissue was maintained even after eradication of virus. These findings indicated that epigenomic
alteration of host cells are involved in recurrence of HCC.
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