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Analysis of microRNAs associated with senescence during the progression of bile
duct cancer.
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This study aims to confirm the relation between senescence and
carcinogenesis of bile duct cancer. MicroRNAs (miRs) associated with senescence are measured in
normal bile duct lesion, precursor lesion, and carcinoma lesion, and then, the miRs are also
measured in bile juice samples. We will investigate whether the miRs can be used as biomarkers for
early diagnosis of bile duct cancer.

We tried to measure the expression levels of miRs using bile juice obtained from the patients with
pancreaticobiliary maljunction, which is high risk for bile duct cancer, by endoscopic retrograde
cholangiography. However, the measurement of miRs was difficult because of their unstabilities in
bile juice. Several studies demonstrated that miR in exosomes were stable even in body fluids. And
thus, exosomes in bile juice were extracted by ultracentrifugation. The presence of exosomes in bile
juice was confirmed. The miRs in bile juice could be measured with reproducibility.
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Size\Distribution : Mean 130 nm, Mode 93 nm, SD 72 nm
Concyptration : 3.60 E+11 particles/ml
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