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Enhancer of zeste homolog 2 (EZH2) is the catalytic subunit of the ﬁolycomb
repressive complex 2 (PRC2) and regulate tumor malignancy by gene silencing via histone methylation.
In this study, we investigate the role of EZH2 in angiogenesis of intrahepatic cholangiocarcinoma
(ICC). The influence of EZH2 on tumor angiogenesis and the prognostic significance of EZH2 and VASH1

expression was also examined in ICC cohort by IHC.

By bioinformatical analysis, EZH2 was associated with several angiogenesis gene set in public
database. We also find that EZH2 suppress VASH1 expression in vitro assay and IHC study. In IHC
analysis. EZH2-high/VASH1-low status was independently associated with poor disease-free survival (P
=0.019) and poor overall survival (P=0.0055). The current study demonstrated that high EZH2
expression was associated with activation of tumor angiogenesis, and the EZH2 mediated angiogenesis
pathway predicts the prognosis of patients with ICC.
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