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Identification of a new driver onco?ene mutation based on comparison of the
smoking amount in lung squamous cell carcinoma

Okamoto, Tatsuro
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Recent studies sug%$st that cancers _occurring in never/light smokers and
cancers occurring in heavy smokers have different characteristics and genetic alterations in
non-small-cell lung cancer. In this study, we investigated comprehensive gene expression by next
generation RNA sequence in lung squamous cell carcinoma of never/light smokers and of heavy smokers
in detail, and searched for candidate oncogene related to patients prognosis. (2) Clinical
significance of mutation burden in lung squamous cell carcinoma was examined by next generation
exosome sequence using cancer-related gene panel.
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