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metabolomic profiling in patients with malignant pleural mesothelioma
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Recent advances in omics technologies have allowed scientists to investigate
increasingly profiling of proteins, including the diversity of samples. However, despite a
multitude of recent studies incorporating these methods, many questions regarding how the samples
should be collected and stored still persist. Here, we assess the impact of different pleural
effusion sample storage conditions on temperature. Both storage time and temperature did not
affected profiling proteins. This result suggested the utility of pleural effusion under the some
storage conditions consistent with useful for metabolome analysis.
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