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Novel methylation markers of glioma and glioma stemcell and their application to
individualized medicine
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We performed methylation analysis of glioma and glioma stemcell using
pyrosequencing to find novel methylation marker. Methylation of MGMT, known prognostic factor, and

IGFBP2 were analyzed. IGFBP2 methylation revealed to predict glioma _grade. Furthermore, methylation

level of IGFBP2 was significantly lower in glioma stemcell, indicating that IGFBP2 was associated
with stemness and could be therapeutic target of glioma.
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