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Expression profiling of microRNAs in seminal plasma as a new tool for diagnosis
of spermatogenic disorder

Yoshiike, Miki
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This study aimed to assess the utility of microRNAs (miRNAs) as new
biomarkers for diagnosis of spermatogenic disorder and clinical or basic research of andrology.
We found the miRNAs showing altered expression specifically in patients with impaired
spermatogenesis based on expression profiles of in seminal plasma. Finally, we generated an
expression panel with 8 miRNAs related to impaired spermatogenesis through comprehensive microarray
analysis of candidate miRNAs.
Determination of miRNA expression levels in seminal plasma with real-time PCR revealed that
miR-891a-5p was significantly decreased in the patients with obstructive azoospermia, and
miR-1229-3p was significantly increased in the patients with germ cell maturation arrest.
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Table. 1 ZEHZH | 215 R P mIRNARIRE

Mean £SD

FE MA AZF sco OA

miRNA n=15 n=6 n=4 n=15 n=6

370-3p  6.29%0.78 6.91%£0.69 6.38%0.14 6.26+0.90 6.09+0.62 0.3925
605-5p -3.85+1.57 -5.30£1.39 -5.79+1.78 -6.01£2.79 -5.93+2.23 0.0771
891a-5p 3.78%1.06 2.15+1.16 1.84+0.50 2.40+1.17 -1.65+2.87 <0.0001
1229-3p 3.82%0.89 5.52%0.49 4.45%0.27 4.26+0.89 4.47+0.89 0.0035
1307-5p -0.89%0.78 -0.41%0.92 -0.41%0.61 -0.39%0.98 -0.65+0.84 0.5748
3934-5p 4.61+0.82 530*0.14 5.01+0.14 4.87%+1.10 5.17%£0.98 0.5289

FE: fertile men
MA: maturation arrest
AZF: AZF microdeletions of Y chromosome

SCO: Sertoli cell only syndrome
OA: obstructive azoospermia
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chromosome haplogroup D2al is

miR-891a-5p  OA significantly associated with high levels of
luteinizing hormone in Japanese men.
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