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Analysis of molecular biological and tumor immunological characteristics of HPV
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HPV negative adenocarcinoma accounts for approximately 30% of cervical
adenocarcinomas, and the age of onset is older than those with HPV positive cases.FIGO stage of HPV
negative adenocarcinom tend to be progressive cases. The majority of HPV negative adenocarcinomas
localized in the cervical canal and was difficult to detected by colposcopy. In
immunohistochemistry of HIK1083, p53, pl6, Ki-67, MUC6 in 20 cases of negative adenocarcinoma, the
positive rate was HIK 1083:40%, p53:40%, pl6:75%, Ki-67: 50%, MUC6:60%. Immune cell infiltration was

not different between positive adenocarcinoma and HPV negative adenocarcinoma in all of CD4, CD8,
CD20, FOXP3. As a result of microarray, EIF2 signal was activated in HPV negative adenocarcinoma
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Upstream Expr Fold (Molecule TPredicted . Activation : p-value of

WNT3A -1.553 cytokine Activated 3.866 0.000529
NUPR1 1.132 transcriptic Activated 3.411 1
GLI1 1.344 transcriptic Activated 3.31 7.89E-06
BMP2 -1.151 growth fac Activated 3.238 0.000912
Cg complex Activated 2.888 0.193
TP63 -1.03 transcriptic Activated 2.796 0.18
Pke(s) group Activated 2.596 0.52
IL10 1.196 cytokine Activated 2.548 1
BDNF 1.361 growth fac Activated 2.467 0.0166
AR 1.335 ligand-dep Activated 2.397 0.0228
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Upstream Expr Fold 'Molecule TPredicted . Activation . p-value of

Alpha cate group Inhibited -2.941  0.0855
RBPJ 1.039 transcriptic Inhibited -2.828 3.24E-07
AHR 1.09 ligand-dep Inhibited -2.437  0.0471
SPDEF 1.078 transcriptic Inhibited -2.414 0.075
E. coliB5 | chemical - Inhibited -2.356 1
SOX3 1.381 transcriptic Inhibited -2.333 0.00761
EZH2 -1.144 transcriptic Inhibited -2.302 1.29E-05
CBX5 -1.06 transcriptic Inhibited -2.236 1
ciprofibrate chemical d Inhibited -2.219 0.538
N-acetyl-L chemical d Inhibited -2.216 1
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