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A study of structural impairments of STAS domain caused by common p.H723R
mutation of SLC26A4 in patients with Pendred syndrome
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The 10% of congenital hearing loss is caused by SLC26A4 mutations which are
responsible for Pendred syndrome (PS), and p.H723R mutation is accounts for 53% of PS patient. In
this study, we aimed at structural impairment of functional region “ STAS domain” of SLC26A4
(SLC26A4-STAS) caused by the p.H723R. We constructed E.coli expression pET28a vector of EGFP, GST,
SUMO, and T4-lysozyme tagged on N-terminal and wheat germ expression vectors carrying cDNA encoding
both SLC26A4-STAS and its p.H723R mutant, respectively. Expression level of each vectors were too
low to crystallization, and expressed protein is almost denatured.
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